Database integration for predisposition genes discovery.
Lightweight and flexible data integration is nowadays a great challenge in biology. Databases size increased exponentially, and biologists need tools to extract and merge interesting data coming from several heterogeneous and distributed sources over the Internet. Furthermore, there is a great need for data mediation on grid computing architectures. This paper is about a demonstration which goal is to show how Mediation, a data integration technique, can help in building such bioinformatics tools. We focused on research of genes functions, especially those involved in the resistance to malaria or those that may be considered as predisposition genes.